These authors equally supervised this work. 1. Methods section 2. Supplementary figure legends 1. Methods section Cells. Mouse astrocyte cell line CRL-2535-C8S was a gift from Dr. L-C Wang (Chang Gung University, Taiwan 1 . CC Ku et al. 2
and AB077438) of the Jdp2 gene 6 . We detected WT and mutated Jdp2 alleles by Southern blotting and PCR-based genotyping. The genotype study also demonstrated that the F2 offspring produced by mating heterozygous males and females conformed to Mendel's law.
We found no abnormalities with regard to reproduction and life span in the Jdp2 hetero-or homo-KO mice under normal breeding conditions, with the exception of tail length. The phenotype and behavior in our Jdp2 KO mice resembled that of the WT, but tails were shorter and the ratio of tail length to body length was smaller than that of WT control mice. These observations were consistent with those from KO mice with a defect in the coding region of the gene for JDP2 (exon 2 KO).
Preparation of Jdp2-promoter-Cre mice. The DNA insert contained a 5'-end of the promoter region of Jdp2 gene (2.5 kb), the initiation site of transcription preceding the ATG codon of Jdp2 mRNA, a nuclear localization signal (NLS) fragment of the Cre gene, internal ribosome entry site DNA fragment, and the NLS-LacZ (β-galactosidase) DNA followed by an SV40 polyadenylation motif (polyA) 7 . The Swa1 linearized DNA was used for microinjection into fertilized FVB/N eggs. Twenty-five transgenic mouse lines (Fo) were obtained and further crossed with ROSA26R reporter 8 or ZEG (TCTB-βgeo-Green Fluorescein Protein) reporter 9 mice. Functional F1 offspring was characterized by X-gal staining or GFP, and the genotype of these F1 founders was examined by PCR. PCR genotyping was performed with the following three primers: Primer1, 5'-GGGTTAAGTGGAATCAGTTCTGCTC-3'; Primer 2, 5'-GGTTCAGGGGGAGGTGTGGGAGG-3' (SV40 polyA); Primer 3, 5'-proved to be the most effective for GCPs. The sequence of the Jdp2 siRNAs are available from the authors on request. GCPs were incubated for 24 h to adhere to the flask and were then transfected with siRNA using siPORT transfection agent (Ambion) in six-well plates according to the manufacturer's protocols. Silencing was confirmed by western blotting or quantitative polymerase chain reaction (qPCR) using appropriate antibodies or the primers after incubation for 24 h. A summary of the siRNAs sequences is listed in Supplementary Reporter Assay System (Promega) as described elsewhere 2,3,11 . The relative transcription activity was calculated as the fold induction relative to the control cells.
Chromatin immunoprecipitation (ChIP) analysis. The ChIP assay was performed using
GCPs from WT and Jdp2-KO mice as described 11 . WT and Jdp2-KO GCPs (5  10 7 cells)
were fixed with 1% formaldehyde (Sigma, F8775) for 10 min, and cross-linking was quenched by adding glycine (125 mM) and incubated on ice for 5 min. GCPs were centrifuged at 500 g, for 3 min at 4 C and the pellet was washed in ice cold PBS. The, GCPs were lysed by the RIPA buffer. 
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